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Puromyrin-tethered oligo is ligated to 
mRNA (generated from above 
construct) in the presence of a splint 
and DNA ligase 
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in vitro translation proceeds normally 
from the 5 1 to the 3' end of the mRNA 
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igure 2. Generalized Protocol for Selection Experiments 
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Effects of RNase A and Proteinase K on fusion 
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